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Following the publication of the original article [1], the
authors identified that a figure is missing, and should be
added as new Fig. 2. The original Fig. 2 are changed to
Fig. 3 now.
The new Fig. 2 has been included in this correction,

and the original article has been corrected.

Author details
1The Critical Care Research Group, The Prince Charles Hospital, Clinical
Sciences Building, Level 3, Chermside, Brisbane, QLD 4032, Australia. 2Faculty
of Medicine, The University of Queensland, Brisbane, Australia.
3Cardiovascular Research Group, Basel, Switzerland. 4School of Veterinary
Science, the University of Queensland, Brisbane, Australia.

Reference
1. Wildi, et al. J Intensive Care. 2021;9:14.

© The Author(s). 2021 Open Access This article is licensed under a Creative Commons Attribution 4.0 International License,
which permits use, sharing, adaptation, distribution and reproduction in any medium or format, as long as you give
appropriate credit to the original author(s) and the source, provide a link to the Creative Commons licence, and indicate if
changes were made. The images or other third party material in this article are included in the article's Creative Commons
licence, unless indicated otherwise in a credit line to the material. If material is not included in the article's Creative Commons
licence and your intended use is not permitted by statutory regulation or exceeds the permitted use, you will need to obtain
permission directly from the copyright holder. To view a copy of this licence, visit http://creativecommons.org/licenses/by/4.0/.
The Creative Commons Public Domain Dedication waiver (http://creativecommons.org/publicdomain/zero/1.0/) applies to the
data made available in this article, unless otherwise stated in a credit line to the data.

The original article can be found online at https://doi.org/10.1186/s40560-
021-00528-w.

* Correspondence: k.wildi@uq.edu.au
1The Critical Care Research Group, The Prince Charles Hospital, Clinical
Sciences Building, Level 3, Chermside, Brisbane, QLD 4032, Australia
2Faculty of Medicine, The University of Queensland, Brisbane, Australia
Full list of author information is available at the end of the article

Fig. 2 Infographic: visual explanation of the concepts of
phenotypes, subphenotypes, and endotypes in ARDS. A phenotype
denotes a group of patients that share a common syndrome, ARDS
in this case. A subphenotype is a subset of patients within the
phenotype that share specific features, such as clinical variables,
outcomes, or responses to treatment or medical measures, that
clearly differentiates this subgroup from others. An endotype is
defined as a subgroup of patients within the subphenotype that
have distinct biological mechanisms of the syndrome in common,
such as gene expression and activated molecular pathways. For
now, the definittion of endotypes in ARDS is purely hypothetical as
we know little about underlying biology.
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